core of an Ac-I 3 QGK-NH 2 oligomer of 6 strands × 4 sheets during MD simulations, with oneor two-residue shift, respectively. The simulated intra-and inter-molecular 13 C-15 N distances LGK-NH 2 . All these profiles indicate high purity (>98%). Note that the HPLC measurements for the first five peptides were performed with the same HPLC conditions while the HPLC condition for the last sample (Ac-I 3 LGK-NH 2 ) was different, with respect to the used columns and eluents.
Supplementary Tables
Supplementary Table 1 The fitting models applied to, and the optimal structural parameters extracted from, the SANS data from Ac-I 3 XGK-NH 2 (X=Q, S, and N) as shown in Fig. 3 p1_Length (Å) >1000 >1000 >1000 >1000 >1000 >1000
p1_Sld_Cyl ( extracted from, the SANS data from Ac-I 3 XGK-NH 2 (X=G, nor V, and L) as shown in Fig. 3 
